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<210> 1 
<211> 1225 
<212> DNA 

<213> Arabidopsis thaliana 



<400> 1 

aaaacagcaa 

ctcactatag 

aaacgaatct 

ctcttggtct 

aagcggaaaa 

gggttgctca 

tcaacttcat 

ttagtcaagc 

atcgggatcc 

tatgtggttg 

ctcgttgagc 

attcagatgg 

ggagatttta 

tactatgcat 

gggattgtgt 

gtgactgaag 

tctctacttc 

aagaaagttg 

gattatgttg 

ttgttcctaa 

aataaaattt 



gcagcaagaa 
gaacatgtgg 
ggttcatgag 
ccttcctcag 
caaagctctt 
caggacttga 
cgctcataat 
aaaagttcac 
ttgcgttaca 
ggttcttgat 
taacttacaa 
tcatgtgcct 
aggtgatagc 
tgatagtgat 
tttgtgcatc 
ttttcgccgt 
tttctctttg 
ttgataaacc 
cttaatttct 
atattatgtg 
gaaagatatt 



gaagatgaag 
aggtcctttg 
cttcctatca 
ccgtcgccgc 
cctcatggaa 
caactactta 
cggaactcaa 
tccgttctcc 
cagtgatgga 
gactgtggtt 
gaaagctcgt 
tgctgctact 
aagagaagca 
cacaggaata 
atcactagct 
cgtttgtttc 
gggatttgtc 
tcaaccgccg 
ataactctat 
tgattgtgtg 
gagct 



aatggtttga 
ttaactcgtc 
accgctggtt 
ggcaaccgca 
actcctctgt 
tattcttacg 
ctagctttca 
ataaacgccg 
gacaaaccgg 
gcagctcttc 
caagaaatca 
tttttctgtg 
agagagttca 
atatggcaag 
tctggtgttc 
cgggagaagt 
tcttacttct 
gagacagaac 
acgattataa 
tttttgttat 



taatcataaa 
tctacttcac 
ttccaatcat 
accctaacaa 
ttatcgcctc 
gattagcata 
acgctctctt 
tcgttttgtt 
ctaaggagag 
tctatgcttt 
ctttcccact 
tcattggcat 
agattggagg 
gtttcttctt 
tgataagtgt 
ttcaggcaga 
acggcgagtt 
tgcctattct 
cagagcatta 
tgttcttgtg 



ctgtattatc 
caatggcgga 
cctcatccct 
cgcggaaaac 
cattgtcata 
tctgccagtt 
cgctttcttg 
gacggttggt 
caagaaagag 
tatattaccg 
tgtgcttgag 
gttcatcgtt 
atcagtgttt 
aggagccata 
tctgcttccg 
gaaaggtgtc 
taaatccggc 
tccagttagt 
ctgttatgtt 
tataagtatg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1225 



<210> 2 
<211> 1049 
<212> DNA 

<213> Arabidopsis thaliana 



<400> 2 

aagatgaaga 

tgtggaggcc 

ccaagcttcc 

ctccgccgtc 

cctctcttta 

tcttacgggt 

ggcttcactg 

aacgctatcg 



tgaagacagt 
ctctaatgat 
ttcaaaccgt 
gtcgttgcct 
tcgccgctat 
tagcttatat 
ctctctttgc 
ttttgctcac 



tcttgtaatc 
gcgtctctac 
tggttgtcca 
tgaagaacaa 
cgttgttggt 
ccctgtttct 
attttttatg 
tggtggtgcc 



ataaactgta 
ttccaaaatg 
ctcattttct 
gaaacgactc 
ttgctcgtgg 
actgcgtctt 
gtgaagcaaa 
gtagtccttg 



tattcttggc 
gtggcgaaag 
tccctcttct 
catttttcct 
gatttgacaa 
tgatcatctc 
agttcacacc 
cccttaactc 



cattggaaac 60 
gatctggttt 120 
cttatctttc 180 
catgaaacct 240 
ttacctctac 300 
cgcgcaatta 360 
tttcactata 420 
tgatagtgac 480 
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aagcttgcaa acgagacaca caaggaatat 
gctcttctct atgggtttat attgccactt 
cgaatcacgt atacgctcgc gctcgagttc 
gtctgcctcg tggggatgct agccgctggc 
gattttaagc ttggagagtc tttgtactat 
caagcatttt ttgtgggagc tattgggttg 
attatggtca__gtgctctgct tccggtgacg 
aagtttcagg cggggaaagg tgtcgctttg 
ttctatggac aggttaaatc cgaggagaag 
cttccagtta ctgattatgt agcttaaaa 



gttgttgggt tcatcatgac tcttggtgca. 54 0 
gtcgagcttt cttacaagaa atctggtcag 600 
cagatggtct tatgctttgc tgccacttgt 660 
gatttcaagg tgatagcagg agaagcaaga 720 
gtggtgattg tgttcacggc cataatctgg 780 
atcttctgtg catcgtctct ggtctctgga 840 
gtgatcttgg ccgtcatttg cttccaggag 900 
gctctctccc tctggggatc agtctcttat 960 
actaaggctc aggatacaca actgtctcag 1020 

1049 



<210> 3 
<211> 1145 
<212> DNA 

<213> Arabidopsis thaliana 



<400> 3 

ctgtttcatg 

aagtactctt 

atagccactc 

accttggttc 

gagccgtcca 

ttagtgtata 

ctactttacc 

gccgtcttct 

gttctcttaa 

tctacttcaa 

agctcagctg 

aagaaataca 

tgtgtagttg 

gaagagtttc 

tggcaagctt 

aatgtcataa 

gatgagatga 

tatggttatc 

tctaaagaag 

atcca 



tgttgatggt 
ggaggttaag 
tcttaggtag 
agcttgtagg 
agactaaaac 
ttggacttgg 
ttcctgtctc 
cttacttcct 
ccatatcttc 
agtccgcagc 
gttattctct 
cattcaaggc 
tggtaggact 
aactagggaa 
gtttgattgg 
gcactctttg 
gtggaatcaa 
agcattatgt 
aagaagaaca 



agaacctgaa 
agtgtctctc 
actttactac 
gtttccttta 
cattaccaaa 
cttgcttgtt 
aactttctct 
aaactcacaa 
tacacttctt 
caagtccaag 
ggtgctttct 
tattttagac 
ttttggaagt 
aagctcatac 
aagtgttggt 
tttaccagtt 
gttggttgca 
caatgataga 
aaaacaagta 



gggaaatttt 
tatgtcactc 
gaaaaaggcg 
acccttcctt 
aaaactactt 
gctggacatt 
ttgatctctg 
aaaatcacac 
gttatccaac 
tatgtgattg 
ttaacagatt 
atggccacat 
ggtgggtgga 
attttgataa 
ttgattatcg 
gtgcctgttc 
atgtttttgg 
aagccagaag 
gataccattc 



caacagaaga 
tcctcttagc 
gtaaaagcac 
gctattatta 
cttccttctt 
gtattttgta 
cgtcgcaatt 
catttatact 
atgaaccaga 
gatacatctg 
acgcgttcga 
atccgtctat 
aaaagctgag 
acatcggttc 
aagtttcatc 
ttgctgttgt 
ccatctgggg 
aagaccaaga 
atgtccaagc 



gagaagtcac 
tggagagaca 
atggctcgaa 
cttaaagcct 
gacactatct 
ctcatttggg 
ggcttttaac 
caattcactt 
atctccctct 
cgcggtcggt 
aaagattcta 
ggtagctact 
tacagaaatg 
aacgatatca 
gcttttttcc 
cttcttccgt 
atttgtttct 
gcttcctcag 
ttaggcaaag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 ■ 

960 

1020 

1080 

1140 

1145 



<210> 4 
<211> 1293 
<212> DNA 

<213> Arabidopsis thaliana 



<400> 4 

ggaagtcctc ttagagtggt catggaaata actcaagtaa tctatgtcaa tggtaagcaa 60 
gatgcatctc gtagtgtaga ttacttgatt cttttcgcta acctgttgtt tttgatgttt 120 
tcagatcata acaacataga agcaaaccta acaggtcagg aggaaatgaa taccaccatg 180 
gaaatcgaat cttcgtccgt acctcaatcg aagaactata agaaatggct tcgtatttcc 240 
atttacgtgt tctttgtcct tgcttgccaa gcactttcta caattttggg cagagtttac 300 
tatgaaaatg gtgggaagag tacatggatg ggaacacttg tccaactaat cggcttccct 360 
gttctgtttc tcttccgctt cttttcccaa accaaaaatc ccaaaccaac agaagcagat 420 
ttcagaaagt tctcttcctt caccattctt ggatcagttt acatcgttac tggactatta 480 
gtgtctgcta actcttatat gtcctctgtt ggtttactat acttaccagt ttctactttc 54 0 
tccctcatct tggcctcaca attggccttc actgccttct tctcatattt tctaaactcg 600 
cagaagttca cacctttcat tgtgaattct ctgtttctcc ttactatttc ctctgccctc 660 
ctcgtggtca acactgattc ggaaaacaca gcaaaagtgt ctagagtaaa atatgtgata 720 
gggataatat gtaccattgg tgcttctgct gggattggat tgctgctatc cctggtacaa 780 
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ctgatcctca ggaaggtttt aaagaagcaa acattctcaa cggtcactga cttggtcgct 840 
taccaatctc tagttgcaag ctgtgtggtt ctcataggac ttttcgcaag cggggagtgg 900 
aaaactttaa caagtgagat ggaaaactac aaactgggga aagtgccata cgttatgact 960 
ttggcctcga tagctatttc ctggcaagtc tacaccattg gcgtcgtggg actgatcttt 1020 
gagtcatctt ctgtgttctc caattccata actgctgtgg gattgcctat agttccagtt 1080 
gtagcagtga ttgttttcca tgataaaatg aacgcgtcaa agatcttctc catcatttta 1140 
gctatctggg- gattcatttc atttgtctat cagcactacc tcgacgaaaa gaagttgaag 1200 
actagccaca caagtcctgt aggagatcct catctactac ctgctgagga aggtcacaca 1260 
aacatacata gtgtatgatc aaaacatatt tec 1293 

<210> 5 
<211> 1194 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 5 

tcatgagata taataaacat gagtgttaat ttttcaggtg accagaactt agaagcaaac 60 
cttatagatc atgaggtggt aactgaatca tcatcatcag ctgtgcctca aaccgagaac 120 
tataaaaggt ggcttcgtgt ctccatatac gtaatctttg tcctcttttg. ccagccacta 180 
gctacaattc tgggtagatt gtactatgaa aatggaggaa atagcacata tgtggtaaca 240 
cttcttcaac tcattggctt ccctgtactg gttctgttcc gcttcttttc tcgaatcagg 300 
caacccaaat caacagatac aaatttcagt cagtcccctt ccttcaccac ccttgcatcg 360 
gtttacttgt gcactggact gctagtgtcc gettatgett atttgtctgc agtagggttg 420 
ctctacttac cagtctctac tttctccctc atettggect cacagttggc cttcactgcc 480 
tttttctcat atttccttaa ctegcaaaag ttcactcctt tgatagtcag ttctttgett 540 
ctcctcactg tatcctctgc tcttcttgtg gtcaacactg attcagaaaa ctcaactaat 600 
gtatctagag tacagtatgt gategggtte atatgtacca teggtgette cgctgggatt 660 
ggactgttac tatctctgat acaaatgetc ttcaggaaag ttttcacgaa gcatacatcc 720 
tcagcagtca eggacttgge catttaccag tctctagttg cgagttgtgt agttctcata 780 
ggactttttg caagtggaga gtgggaaact ttgccaagtg agatgagaaa ctacaaactc 840 
gggaaagtgt catatgtttt gaetttagee teggcagcta tttcctggca agtctacact 900 
cttggtcttg tgggattgat cttcgagtca tcctctgtgt tctccaattc cataacagct 960 
gtgggattgc ctatagttcc agttgcggca gtgatagttt tccatgatag aatggacgca 1020 
tcaaaaatct tctccattat tttagctatc tgcggcttcc tttcattcgt ctatcagcac 1080 
tacctcgacg aaaagaagtt gaatactagc cacacaagtg ctgtaggaga tcttcatcta 1140 
cctgttgagg aaggtcacac aaacatacaa agtgtgtgat caaagcatat ttcc 1194 

<210> 6 
<211> 1081 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 6 

caaatccaac agttcaagat gaaagaaatt cagtcagtag cagccaagca ga'agtatctc 60 
actctaacac atacaaaegg tggctcagga gtatactatg acaaeggagg aaacagtaaa 120 
tggctagcaa eggtagttea acttgttggc tttcctgtgc tacttccata ttatatcttg 180 
tcatttaaaa cacatgcaac aactgataga gatggaaaaa gaacctcacc taggaaccgt 240 
gtattggttt aegtagtget tggacttctt gtaggagcag attgetatet gtactccatt 300 
ggacttcttt acttacccgt ttctacctat tccctgatct gtgeatctea gttagectte 360 
aatgetttet tctcttattt tcttaactca caaaaactta cccctatcat tttaaattct 420 
cttttcctcc taactatatc ttccacccta ettgeattea ataatgagga gacagactcc 480 
acaaaagtta caaaaggaga gtatgtcaaa ggtttcatat gcaccgttgc tgegtctget 540 
ggttatggtc tagtcttatc cctacaacag ctagcctttc taaaagtcct aaagaagcaa 600 
aatttctcag aagttatgga tatgataatc tacgtgagtc tagtggccag ttgtgttagc 660 
gtggtggggc tttttgetag cagtgagtgg aaaactttga gcagtgaaat ggataactac 720 
aaacatggga aggtatccta cattatgaac ctagtgtgga cagctgttac ctggcaggta 780 
ttctccatcg gtggcacagg actgatcttc gagctctcct ctctattctc aaatgeaata 840 
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agcgttttgg gactcccagt ggttcctatc ttggctgtaa tcattttcca tgacaaaatg 900 
aatgggttaa aggtgatttc tatgatccta gctatttggg gtttcacttc ctatgtctac 960 
caacaatatc ttgatgacaa aaacttgaag aaaaatcatg aaatcacaac aacagaatcc 1020 
cctgacccac cagaagcaga agagtcaact tggcaatcaa aataagctga tattttgaaa 1080 
g 1081 

<210> 7 — 
<211> 1071 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 7 

gagggggatt ccacatctac tatgaagggg gatcaagaag tacaagtcat tggccaatca 60 
gttgctacaa ttctgggcag actatactat gaaaatggag gaaacagcaa atggctagca 120 
acggtagttc agcttgtagg ctttcctatt ctacttccat atcatctctt gtcagtcaaa 180 
acacatacaa caactcagag agatggcaaa ttaacctcac ttaggaaccg tgcattagtt 24 0 
tacatagtgc ttggacttct tgtaggagca gcttgctacc tatattccat tggactgctt 300 
tacctacctg tttctaccct ttccctgatc tgtgcatcac agttagcctt caccgctttc 360 
ttctcttatt tactcaactc acaaaaactt actcctatca ttttgaattc tcttttcctc 420 
ctcactatat cttccaccct ccttgcattt aataacgagg aatcagattc caaaaaagtt 480 
acaaaaggag agtatgtcaa aggtttcgta tgcaccgttg gtgcatctgc tgggtttggt 540 
ctactcttat ccctacaaca gctagccttt cgtaaagttt taaagaagca aactttctca 600 
gaagttataa atatgataat ctacatgagt ctagtggcca gttgtgttag cgtggtgggg 660 
ctttttgcta gtagcgagtg gaaaactttg agcagtgaaa tggaaaacta caaacttggg 720 
aaggtatcct atgtcatgaa cctagtgtgg acagctgtta cctggcaggt attctccatc 780 
ggttgcacag gactgatctt cgagctttcc tccctattct caaatgcaat aagcgctttg 840 
ggactccccg tggttcctat cctggctgtc atcattttcc atgacaaaat gaacggctta 900 
aaggtgattt ctatgattct agctatttgg ggtttcgtat cctatgtcta ccaacaatat 960 
cttgatgaaa caaacttgaa gaaaagtaat gaaataccaa caacagaatc ccctgaccga 1020 
ccagaagcag aagggtcaag tgagcaatca aaataagctg ttacttcaaa g 1071 

<210> 8 
<211> 356 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 8 

Met Lys Asn Gly Leu lie lie lie Asn Cys lie lie Leu Thr lie Gly 
15 10 15 

Thr Cys Gly Gly Pro Leu Leu Thr Arg Leu Tyr Phe Thr Asn Gly Gly 
20 25 30 

Lys Arg lie Trp Phe Met Ser Phe Leu Ser Thr Ala Gly Phe Pro lie 
35 ^ 40 45 

He Leu He Pro Leu Leu Val Ser Phe Leu Ser Arg Arg Arg Gly Asn 
50 55 60 

Arg Asn Pro Asn Asn Ala Glu Asn Lys Arg Lys Thr Lys Leu Phe Leu 
65 70 75 80 

Met Glu Thr Pro Leu Phe He Ala Ser He Val lie Gly Leu Leu Thr 
85 90 95 



Gly Leu Asp Asn Tyr Leu Tyr Ser Tyr Gly Leu Ala Tyr Leu Pro Val 
100 105 110 
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Ser Thr Ser Ser Leu He He Gly Thr Gin Leu Ala Phe Asn Ala Leu 
115 120 125 

Phe Ala Phe Leu Leu Val Lys Gin Lys Phe Thr Pro Phe Ser He Asn 
130 135 140 

Ala Val Val Leu Leu Thr Val Gly He Gly He Leu Ala Leu His Ser 
145 150 155 160 

Asp Gly Asp Lys Pro Ala Lys Glu Ser Lys Lys Glu Tyr Val Val Gly 
165 170 . 175 

Phe Leu Met Thr Val Val Ala Ala Leu Leu Tyr Ala Phe He Leu Pro 
180 185. 190 

Leu Val Glu Leu Thr Tyr Lys Lys Ala Arg Gin Glu He Thr Phe Pro 
195 200 205 

Leu Val Leu Glu He Gin Met Val Met Cys Leu Ala Ala Thr Phe Phe 
210 215 . 220 

Cys Val He Gly Met Phe He Val Gly Asp Phe Lys Val He Ala Arg 
225 230 235 240 

Glu Ala Arg Glu Phe Lys He Gly Gly Ser Val Phe Tyr Tyr Ala Leu 
245 250 255 

He Val He Thr Gly He He Trp Gin Gly Phe Phe Leu Gly Ala He 
260 265 270 

Gly lie Val Phe Cys Ala Ser Ser Leu Ala Ser Gly Val Leu He Ser 
275 280 285 

Val Leu Leu Pro Val Thr Glu Val Phe Ala Val Val Cys Phe Arg Glu 
290 295 300 

Lys Phe Gin Ala Glu Lys Gly Val Ser Leu Leu Leu Ser Leu Trp Gly 
305 310 315 320 

Phe Val Ser Tyr Phe Tyr Gly Glu Phe Lys Ser Gly Lys Lys Val Val 
325 330 335 

Asp Lys Pro Gin Pro Pro Glu Thr Glu Leu Pro He Leu Pro Val Ser 
340 345 350 

Asp Tyr Val Ala 
355 



<210> 9 
<211> 352 
<212> PRT 

<213> Arabidopsis thaliana 
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<400> 9 





Met 
1 


Val 


Lys 


Ala 


Leu 
5 


Val 


He 


He 


Asn Cys 
10 


He 


He 


Leu 


Ala 


He 
15 


Gly 




Asn 


Cys 


Gly 


Gly 
20 


Pro 


Leu 


He 


Met 


Arg 
25 


Leu 


Tyr 


Phe 


Asn 


Asn 
30 


Gly 


Gly 




Lys 


Arg 


He 
35 


Trp 


Phe 


Ser 


Thr 


Phe 
40 


Leu 


Glu 


Thr 


Ala 


Gly 
45 


Phe 


Pro 


Val 




He 


Phe 
50 


He 


Pro 


Leu 


Leu 


Phe 
55 


Ser 


Tyr 


lie 


Thr 


Arg 
60 


Arg 


Arg 


Ser 


Asn 




Asn 
65 


Val 


Gly 


Asp 


Ser 


Thr 
70 


Ser 


Phe 


Phe 


Leu 


He 
75 


Lys 


Pro 


Arg 


Leu 


Leu 
80 




lie 


Ala 


Ala 


Val 


He 
85 


Val 


Gly 


He 


Leu 


Ser 
90 


Gly 


Phe 


Asp Asn 


Tyr 
95 


Leu 




Tyr 


Ala 


Tyr 


Gly 
100 


He Ala Tyr Leu 


Pro 
105 


Val 


Ser 


Thr 


Ala 


Ala 
110 


Leu 


He 


JSC. 


He 


Ala 


Ser 
115 


Gin 


Leu 


Ala 


Phe 


He 
120 


Ala 


He 


Phe 


Ser 


Phe 
125 


Phe 


Met 


Val 


IU 


Lys 


His 
130 


Lys 


Phe 


Thr 


Pro 


Phe 
135 


Thr 


He 


Asn 


Ala 


Val 
140 


Val 


Leu 


Leu 


Thr 


SI 


Val 
145 


Gly 


Ala 


Ala 


Val 


Leu 
150 


Gly Met 


His 


Thr 


Glu 
155 


Thr 


Asp 


Lys 


Pro 


Val 
160 


3 

Ms 


His 


Glu 


Thr 


His 


Lys 
165 


Gin Tyr 


He Thr Gly Phe 
170 


Leu 


He 


Thr 


Val 
175 


Ala 


B „ 
£ — 

■i is. 


Ala 
Gin 


Ala 
Lys 


Val 

Ala 
195 


Met 
180 

Lys 


Tyr 
Gin 


Ala 
Thr 


Phe 
Met 


He 

Ser 
200 


Leu 
185 

Tyr 


Pro 
Thr 


Leu 
Leu 


Val 
Val 


Glu 

Leu 
205 


Leu 
190 

Glu 


Ala 
Phe 


Tyr 
Gin 




Leu 


He 
210 


Leu 


Cys 


Leu 


Leu 


Ala 
215 


Ser 


He 


Val 


Ser 


Val 
220 


He Gly Met 


Phe 




He 
225 


Ala 


Gly 


Asp 


Phe 


Lys 
230 


Gin 


Ala 


Leu 


Pro 


Lys 
235 


Glu 


Ala 


Arg 


Glu 


Phe 
240 




Lys 


Leu 


Gly 


Glu 


Ala 
245 


Leu 


Phe 


Tyr 


Val 


Val 
250 


Ala 


Val 


Phe 


Ser 


Ala 
255 


He 




He 


Trp 


Gin 


Gly 
260 


Phe 


Phe 


Leu 


Gly Ala 
265 


He 


Gly Leu 


He 


Phe 
270 


Ser 


Thr 




Ser 


Ser 


Leu 
275 


Val 


Ser 


Gly 


He 


Met 
280 


He 


Ser 


Val 


Leu 


Leu 
285 


Pro 


He 


Thr 




Glu 


Val 
290 


Leu 


Ala 


Val 


He 


Phe 
295 


Tyr 


His 


Glu 


Lys 


Phe 
300 


Gin 


Ala 


Glu 


Lys 
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Gly Leu Ser Leu Ala Leu Ser Leu Trp Gly Phe Val Ser Tyr Phe Tyr 

305 310 315 320 

Gly Glu lie Lys Ser Gly Glu Asp Lys Arg Arg lie Gin Gin Glu Glu 

325 330 335 

Ser Gin Glu Thr Glu Gin Ser Ser Leu Ser Arg Pro lie Ser Glu Cys 

340 345 350 



<210> 10 
<211> 1067 
<212> DMA 

<213> Arabidopsis thaliana 
<400> 10 

agacaagaat ggtgaaggct 

gtggaggtcc tttgattatg 

ctacgtttct tgaaactgca 

ttacccggcg cagaagcaac 

gtcttcttat cgccgctgtt 

catatggtat agcttatctt 

cttttatagc tatcttctca 

atgctgttgt gttgttgact 

agccagttca tgagactcac 

ctgttatgta tgctttcatc 

ccatgagcta tacccttgtg 

tcagcgtcat cggtatgttc 

gagagttcaa gcttggagag 

ggcaaggctt cttcttggga 

gtattatgat atcagtgctt 

aaaagtttca agctgagaag 

acttttatgg tgagataaag 

aggagacaga acaatcttct 

<210> 11 
<211> 29 
<212> PRT 
<213> KOnstliche Sequenz 

<220> 

<223> Beschreibung cler kunstlichen Sequenz: Motif 1 
<220> 

<221> SITE 
<222> (4) 

<223> Xaa= G, A, I, V, L, M, Y , F, W, P, S oder T 
<220> 

<221> SITE 
<222> (7) 

<223> Xaa= G, A* I, V, L # M, Y, F, W, P, S oder T 



cttgtgatca taaactgcat aattctagcc ataggaaact 60 
cgtctctact tcaacaatgg cggtaaaagg atttggttct 120 
ggctttcctg ttatcttcat tcctctgctc ttctcttaca 180 
aatgtgggtg atagtacaag tttctttctt atcaaaccgc 240 
attgtaggca ttctctcagg gtttgataac tacttgtatg 300 
ccagtttcta cagctgctct tatcattgct tcacagttag 360 
ttcttcatgg ttaaacataa gttcactcct tttaccatca 420 
gttggtgctg cggttttggg aatgcatacc gaaactgata 480 
aagcagtaca taactggttt cttgattact gtagcagcag 540 
ttgccattag tggaacttgc ttaccagaaa gctaagcaaa 600 
ctcgagttcc agttgatttt gtgtctcctt gcttctattg 660 
atcgctggtg atttcaagca ggccttacca aaagaagcaa 720 
gcattgttct atgtggtggc tgtgttttca gccatcatat 780 
gccattggat taatcttctc cacatcgtct ctcgtctcgg 840 
ttgccaatta cagaggtttt agctgttata ttctaccatg 900 
ggactttctc ttgctctctc cctttggggc tttgtctctt 960 
tctggcgagg ataaaaggag aattcagcag gaggagagtc 1020 
ttgtcaagac ccataagtga gtgttaa 1067 



WO 00/49152 



PCT/EP00/01397 



<220> 

<221> SITE 
<222> (14) 

<223> Xaa= beliebige Aminosaure 



<220> 

<221> SITE - 

<222> (18) . . (20) 

<223> Xaa= beliebige Aminosaure 



<220> 

<221> SITE 
<222> (25) 
<223> Xaa= T Oder N 



<220> 

<221> SITE 
<222> (27) 
<223> Xaa^I oder F 



<400> 11 

r*% Leu Tyr Ala Xaa Gly Leu Xaa Tyr Leu Pro Val Ser Thr Xaa Ser Leu 

> 1 5 10 ,15 

^ lie Xaa Xaa Xaa Gin Leu Ala Phe Xaa Ala Xaa Phe Ser 

M= 20 25 



<210> 12 
<211> 25 
<212> PRT 

<213> Kunstliche Sequenz 
<220> 

<223> Beschreibung der kttnstlichen Sequenz : Motif 2 
<220> 

<221> SITE 
<222> (3) 

<223> Xaa= G, A, I, V, L, M, Y , F, W, P, S oder T 



<220> 

<221> SITE 
<222> (9) 

<223> Xaa= L oder E 



<220> 

<221> SITE 
<222> (10) 

<223> Xaa= beliebige Aminosaure 



<220> 

<221> SITE 
<222> (16) 
<223> Xaa= G oder N 



WO 00/49152 



9 



PCT/EP00/01397 



<220> 

<221> SITE 
<222> (18) . - (22) 

<223> Xaa= G, A, I, V, L, M, Y, F, W, P, S oder T 
<400> 12 

Leu Gly Xara Val Gly Leu lie Phe Xaa Xaa Ser Ser Leu Phe Ser Xaa 
15 10 15 

Val Xaa Xaa Xaa Xaa Xaa Leu Pro Val 
20 25 



<210> 13 
<211> 14 
<212> PRT 

<213> Kunstliche Sequenz 
<220> 

<223> Beschreibung der kunstlichen Sequenz :Motif 3 
<220> 

<221> SITE 
<222> (4) 

<223> Xaa= S oder A 
<220> 

<221> SITE 
<222> (9) 

<223> Xaa= G, A, I, V, L, M, Y, F, W, P, S oder T 
<220> 

<221> SITE 
<222> (12) 

<223> Xaa= G, A, I, V, L, M, Y , F, W, P, S oder T 
<220> 

<221> SITE 
<222> (14) 
<223> Xaa= Q oder S 



<400> 13 

Leu Leu Leu Xaa lie Trp Gly Phe Xaa Ser Tyr Xaa Tyr Xaa 
15 10 



